Objectives: The study was done with an aim to determine the gain and loss of functions among the actinomycetes mutants induced by sodium azide.
INTRODUCTION
Actinomycetes are gram positive, fi lamentous bacteria, with high G+C content (69-78%) in DNA exhibiting highly differentiated developmental cycle (Williams et al. 1989) , inhabiting a wide range of habitats. Unlike bacteria, actinomycetes are unique in their morphology with extensive branching substrate and aerial mycelium bearing chain of arthrospores. Of the 22,000 known microbial secondary metabolites, 70% are produced by actinomycetes, and two thirds of them are contributed by the genus Streptomyces (Subramani and Aalbersberg 2012) . Actinomycetes contain about 40 families and over 170 genera and about 2000 species have been validly described and published (Harwani 2013) .
Actinomycetes are numerous and widely distributed in soil, compost etc. and are next to bacteria in abundance.
The most common genus of actinomycetes in soil is
Streptomyces that produces straight chains or coils of spores or conidia. More than one-half of the antibiotics used in human medicine, including aureomycin, chloromycetin, kanamycin, neomycin, streptomycin, and terramycin, come from soil actinomycetes. The smell of freshly turned soil is due to metabolic end products called geosmins that are produced by these organisms and move through soil as unseen volatiles (Dindal 1990; Sylvia et al. 2005) . This study will be useful for determination of novel strains of actinomycetes 
MATERIALS AND METHODS
The study was carried out in the laboratory of the Sainik 
